
 
 
General rights 
Copyright and moral rights for the publications made accessible in the public portal are retained by the authors and/or other copyright 
owners and it is a condition of accessing publications that users recognise and abide by the legal requirements associated with these rights. 
 

 Users may download and print one copy of any publication from the public portal for the purpose of private study or research. 

 You may not further distribute the material or use it for any profit-making activity or commercial gain 

 You may freely distribute the URL identifying the publication in the public portal 
 
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately 
and investigate your claim. 
  
 

   

 

 

Downloaded from orbit.dtu.dk on: Apr 24, 2025

DD-DeCaF: Data-Driven Design of Cell Factories and Communities

Beber, Moritz Emanuel; Dannaher, Danny; Fodor, Matyas ; Galkina, Svetlana; Redestig, Nils Henning;
Sonnenschein, Nikolaus; Herrgard, Markus

Published in:
Book of Abstracts, Sustain 2017

Publication date:
2017

Document Version
Publisher's PDF, also known as Version of record

Link back to DTU Orbit

Citation (APA):
Beber, M. E., Dannaher, D., Fodor, M., Galkina, S., Redestig, N. H., Sonnenschein, N., & Herrgard, M. (2017).
DD-DeCaF: Data-Driven Design of Cell Factories and Communities. In Book of Abstracts, Sustain 2017 Article
R-3 Technical University of Denmark.

https://orbit.dtu.dk/en/publications/3ebf30b7-bdd2-4a14-88a0-a87d39e7afc4


			

	
	

DD-DeCaF:	Data-Driven	Design	of	Cell	Factories	and	Communities		
Moritz	Beber1,	Danny	Dannaher1,	Matyas	Fodor2,	Svetlana	Galkina1,	Henning	Redestig1,	Nikolaus	

Sonnenschein1,	Markus	J.	Herrgård*1	and	DD-DeCaF	Partners		

1:	The	Novo	Nordisk	Foundation	Center	for	Biosustainability,	DTU	
2:	Genialis,	Inc	

*herrgard@biosustain.dtu.dk		

Omics	data	is	not	leveraged	effectively	in	the	biotechnology	industry	due	to	lack	of	tools	to	rapidly	access	
public	and	private	data	and	to	design	genetic	and	experimental	manipulations	based	on	the	data.	With	the	
rapid	development	of	synthetic	biology	methods	such	as	the	CRISPR/Cas9	system	for	genome	editing,	there	
is	an	ever	increasing	need	to	design	complex	non-intuitive	manipulations	involving	simultaneous	changes	at	
multiple	loci.	With	this	project	we	aim	to	make	a	broad	spectrum	of	omics	data	useful	to	the	biotechnology	
industry	by	integrating	data	analysis	with	design	within	the	same	platform.	This	platform	can	be	used	in	a	
wide	range	of	application	areas,	ranging	from	industrial	biotechnology	to	agriculture	and	human	health.		

A	group	of	five	renowned	academic	partners	(DTU,	Chalmers,	EMBL,	EPFL	and	UMinho)	will	drive	research	
on	integrative	model-based	omics	data	analysis	to	enable:		

1.	Metagenomics-enabled	design	of	novel	enzymes	and	biochemical	pathways. 2.	Omics	data-driven	design	
of	cell	factories	for	the	production	of	chemicals	and	proteins.		

3.	Analysis	and	design	of	microbial	communities	relevant	to	human	health,	industrial	biotechnology	and	
agriculture.		

All	research	efforts	will	be	integrated	in	an	interactive	web-based	platform	that	will	be	available	for	the	
industrial	and	academic	research	and	development	communities,	in	particular	enhancing	the	
competitiveness	of	biotech	SMEs	by	economizing	resources	and	reducing	time-to-market	within	their	
respective	focus	areas.	The	platform	will	be	composed	of	standardized	and	interoperable	components	that	
will	be	freely	available	for	use	by	academic	users.		

Additional	information:	dd-decaf.eu		
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